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<110> APPLICANT: LITTLE, MELVYN 

KI PRI YANOV , S ERGE Y 

MOLDENHAUER, GERHARD 

DEUTSCHES KREBSFORSCHUNGSZEUTRUM 
<120> TITLE OF INVENTION: MUTATED OKT3 ANTIBODY 
<130> FILE REFERENCE: 035280047US00 
<140> CURRENT APPLICATION NUMBER: 09/424, 705B 
<141> CURRENT FILING DATE: 2000-06-02 
<150> PRIOR APPLICATION NUMBER: PCT/DE98/ 014 09 
<151> PRIOR FILING DATE: 1998-05-22 
<160> NUMBER OF SEQ ID NOS : 11 

<170> SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO: 1 



RECEIVED 

.IAN 0 3 2003 

THCH CENTER 1600/2900 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



LENGTH: 909 
TYPE: DNA 
ORGANISM 
FEATURE : 
NAME /KEY 
LOCATION 
SEQUENCE 



Homo sapiens 



CDS 
(28) 
1 



(900) 



gaattcatta aagaggagaa attaacc atg aaa tac eta ttg cct acg gca gec 54 

Met Lys Tyr Leu Leu Pro Thr Ala Ala 

1 5 

get ggc ttg ctg ctg ctg gca get cag ccg gee atg gcg cag gtg cag 102 

39 Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met Ala Gin Val Gin 

40 10 15 20 25 

42 ctg cag cag tct ggg get gaa ctg gca aga cct ggg gec tea gtg aag 150 

4 3 Leu Gin Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala Ser Val Lys 

44 30 35 40 

46 atg tec tgc aag get tct ggc tac ace ■ ttt act agg tac acg atg cac 198 

4 7 Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Thr Met His 

48 45 50 55 

50 tgg gta aaa cag agg cct gga cag ggt ctg gaa tgg att gga tac att 24 6 

51 Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lie Gly Tyr lie 

52 60 65 70 

54 aat cct age cgt ggt tat act aat tac aat cag aag ttc aag gac aag 294 

55 Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin Lys Phe Lys Asp Lys 

56 75 80 85 

58 gec aca ttg act aca gac aaa tec tec age aca gee tac atg caa ctg 342 

59 Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr Met Gin Leu 

60 90 95 100 105 

62 age age ctg aca tct gag gac tct gca gtc tat tac tgt gca aga tat 390 

63 Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala Arg Tyr 
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64 110 115 120 

66 tat gat gat cat tac age ctt gac tac tgg ggc caa ggc acc act etc 438 

67 . Tyr Asp Asp His Tyr Ser Leu Asp Tyr Trp Gly Gin Gly Thr Thr Leu 

68 125 .130 135 

70 aca gtc tec tea gee aaa aca aca ccc aag ctt gaa gaa ggt gaa ttt . 486 

71 Thr Val Ser Ser Ala Lys Thr Thr Pro Lys Leu Glu Glu Gly Glu Phe 

72 140 145 • 150 

74 tea gaa gca cgc gta gat ate gtg etc act cag tct cca gca ate atg 534 

75 Ser Glu Ala Arg Val Asp lie Val Leu Thr Gin Ser Pro Ala He Met 

76 155 160 * 165 

78 tct gca tct cca ggg gag aag gtc acc atg acc tgc agt gee age tea 582 

79 Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser 

80 170 175 180 185 

82 agt gta agt tac atg aac tgg tac cag cag aag tea ggc acc tec ccc 630 

83 Ser Val Ser Tyr Met Asn Trp Tyr Gin Gin Lys Ser Gly Thr Ser Pro 

84 190 195 200 

86 aaa aga tgg att tat gac aca tec aaa ctg get tct gga gtc cct get 678 

87 Lys Arg Trp He Tyr Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ala 

88 205 210 215 

90 cac ttc agg ggc agt ggg tct ggg acc tct tac tct etc aca ate age 726 

91 His Phe Arg Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr He Ser 

92 220 225 230 

94 ggc atg gag get gaa gat get gee act tat tac tgc cag cag tgg agt 774 

95 Gly Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Trp Ser 

96 235 ■ 240 . 245 

98 agt aac cca ttc acg ttc ggc teg ggg aca aag ttg gaa ata aac egg 822 

99 Ser Asn Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu He Asn Arg 

100 250 255 260 265 

102 get gat act gca cca act gga tec gaa caa aag ctg ate tea gaa gaa 870 

103 Ala Asp Thr Ala Pro Thr Gly Ser Glu Gin Lys Leu He Ser Glu Glu 

104 270 275 280 

106 gac eta aac tea cat cac cat cac cat cac taatctaga 909 

107 Asp Leu Asn Ser His His His His His His 

108 285 290 

111 <210> SEQ ID NO: 2 

112 <211> LENGTH: 291 

113 <212> TYPE: PRT 

114 <213> ORGANISM: Homo sapiens 

116 <400> SEQUENCE: 2 

117 Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

118 15 10 15 

119 Ala Gin Pro Ala Met Ala Gin Val Gin Leu Gin Gin Ser Gly Ala Glu 

120 20 25 30 

121 Leu Ala Arg Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly 

122 35 40 45 

123 Tyr Thr Phe Thr Arg Tyr Thr Met His Trp Val Lys Gin Arg Pro Gly 

124 50 55 60 

125 Gin Gly Leu Glu Trp He Gly Tyr He Asn Pro Ser Arg Gly Tyr Thr 

126 65 70 75 80 
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127 Asn Tyr Asn Gin Lys Phe Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys 

128 85 90 95 

129 Ser Ser Ser Thr Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp 

130 100 105 110 

131 Ser Ala Val Tyr Tyr Cys Ala Arg Tyr Tyr Asp Asp His Tyr Ser Leu 

132 115 120 125 

133 Asp Tyr Trp Gly Gin Gly Thr Thr Leu Thr Val Ser Ser Ala Lys Thr 

134 130 135 140 

135 Thr Pro Lys Leu Glu Glu Gly Glu Phe Ser Glu Ala Arg Val Asp lie 

136 145 150 155 160 

137 Val Leu Thr Gin Ser Pro Ala lie Met Ser Ala Ser Pro Gly Glu Lys 

138 165 170 . 175 

139 Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met Asn Trp 

140 180 185 190 

141 Tyr Gin Gin Lys Ser Gly Thr Ser Pro Lys Arg Trp lie Tyr Asp Thr 

142 195 200 205 

143 Ser Lys Leu Ala Ser Gly Val Pro Ala His Phe Arg Gly Ser Gly Ser 

144 210 215 220 

145 Gly Thr Ser Tyr Ser Leu Thr lie Ser Gly Met Glu Ala Glu Asp Ala 

146 225 230 235 240 
14 7 Ala Thr Tyr Tyr Cys Gin Gin Trp Ser Ser Asn Pro Phe Thr Phe Gly 
148 245 250 255 

14 9 Ser Gly Thr Lys Leu Glu lie Asn Arg Ala Asp Thr Ala Pro Thr Gly 

150 260 265 270 

151 Ser Glu Gin Lys Leu lie Ser Glu Glu Asp Leu Asn Ser His His His 

152 275 280 * 285 

153 His His His 

154 290 

156 <210> SEQ ID NO: 3 

157 <211> LENGTH: 906 

158 <212> TYPE: DNA 

159 <213> ORGANISM: Homo sapiens 

161 <220> FEATURE: 

162 <221> NAME/KEY: 

163 <222> LOCATION: 
165 <400> SEQUENCE: 



CDS 

(28) . . . (897) 



3 

166 gaattcatta aagaggagaa attaacc atg aaa tac eta ttg cct acg gca gec 54 

167 Met Lys Tyr Leu Leu Pro Thr Ala Ala 

168 1 5 

170 get ggc ttg ctg ctg ctg gca get cag ccg gee atg gcg cag gtg cag 102 

171 Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met Ala Gin Val Gin 

172 10 15 20 25 

174 ctg cag cag tct ggg get gaa ctg gca aga cct ggg gee tea gtg aag 150 

175 Leu Gin Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala Ser Val Lys 

176 30 35 40 

178 atg. tec tgc aag get tct ggc tac acc ttt act agg tac acg atg cac 198 

179 Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Thr Met His 

180 45 50 55 

182 tgg gta aaa cag agg cct gga cag ggt ctg gaa tgg att gga tac att 24 6 
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183 


Trp 


Val 


Lvs 


Gin 


Arg 


Pro 


Gly 


Gin 


Glv 


Leu 


Glu 


Trp 


He 


Glv 

-i- J 


Tvr 


He 




184 






60 










65 










■7 0 










186 


S3 1 


cct 


sgc 


eg t 




tat 


act 


33 1 


t a c 


a 3 1 


C3 g 


3 3 g 


ttc 


aag 


y CIL- 


day 


9 Q4 

Z, Zt *i 


187 


Asn 


Pro 


Ser 


Arg 


Gly 


Tvr 


Thr 


Asn 


Tvr 


Asn 


Gin 


Lys 


Phe 


Lys 


Asp 


Lys 




188 




75 










80 










ft S 












190 


Cf 3 C 


a ag 


gec 


3 C3 


ttg 


act 


a ca 


g3 c 


333 




tec 


3gc 


aLd 


y ll 


tac 


stg 


O 4 z 


191 


Asp 


Lys 


Ala 


Thr 


Leu 


Thr 


Thr 


Asp 


Lys 


Ser 


Ser 


Ser 


Thr 


Ala 


Tyr 


Met 




192 


90 










9S 










i 00 

X U U 










105 




194 


C33 








c t g 


a ca 


t ct 


nan 

gay 


g3 c 




gc3 


gt c 


t- ;p t- 




tgt 


ges 


^ QO 


195 


Gin 


Leu 


Ser 


Ser 


Leu 


Thr 


Ser 


Glu 


Asp 


Ser 


Ala 


V3I 


1 yx 


1 yx 


Cys 


Ala 




X _7 U 










110 

X X vJ 










1 i ^ 










120 






1 9ft 

X ZJ o 


3g3 


L d L 


LdL 


ydL 


y d l. 


L,ci L 


far 


3gc 


Lit 


gac 


t ac 


t99 


99 c 


C33 


ggc 


3CC 


/I 

4 JO 


1 9 9 

1 _7 


Arg 


iyr 


iyr 




A cn 


Hi d 


lyr 




Leu 


Aon 
nop 


T \7 V 

lyr 


1 rp 


Lrl y 


Pin 
bill 


Gly 


Thr 




200 








125 










1 ?0 
X 0 w 










1 

X O -J 








90? 


QU L 


etc 


3 C3 


gt c 


tec 


tea 


gec 


333 


3C3 


3C3 


ccc 


33g 


Ct t 


99 c 


ggt 


gat 


4 O D 


203 


Thr 


Leu 


Thr 


Val 


Ser 


Ser 


Ala 


Lys 


J. IlX 


Thr 


Prn 
n u 


Lys 


Leu 


ni \/ 


Gly Asp 




Z U *i 






14 0 

141/ 










1 4 c; 
X 4 0 










1 RO 










90£ 


^ t- r* 
a L (_- 


+- 1- rr 


etc 


3CC 


C33 


act 


cca 


get 


LCI 


ttg 


get 




t Ct 


Ct 3 


999 


csg 




907 


Tip 


Leu 


Leu 




KD XJX 


X IlX 


IT X L/ 


A 1 ^ 

.riX cl 


Onr 

OtrX 


Leu 


AT a 


val 


0 tr X 


Leu 


Gly 


Gin 




ZUo 




1 cc 

ID 3 










1 










1 bo 












91 O 

Z. _L U 


S 99 


gec 


ace 


ate 


tec 


t gc 


33g 


gec 


3gc 


caa 


agt 


gtt 


gat 


t at 


gat 


ggt 


COO 

DoZ 


211 


Arg 


Al3 


Thr 


Tip 






Lys 


A1 3 
rtx d 


O tr X 


r 1 n 


Cpr 
JCi 


v a X 


Son 


i yr 


Asp 


uiy 




91 9 


1 70 

x / u 










17c. 
X / D 










1 on 

x 0 U 










185 




91 4 

Z. _L 4 


y a. l. 


agt 


L a L 


t- 1- rr 

ttg 


33C 


tgg 


lot 


caa 


cag 


atL. 


cca 


ggs 


cag 


CC3 


ccc 


333 


con 


215 


Asp 


Ser 


T\/T 
1 Y X 


T.QM 


7\cn 


ixp 


1 yx 




Ulil 


Tip, 
lie 




Cl 1 T7 

uiy 




r I U 


Pro 


Lys 




216 










1 QO 

X -7 U 










1 

X _7 D 










200 






91 ft 

Z. J. o 


etc 


etc 


n -t- r> 
alt 


LdL- 


ya l 


gca 


tec 


n a -f- 
33 L 


. Cl 3 


gtt 


t C L 


999 


3 -1- z-^ 
3 1 C 


CC3 


ccc 


3gg 


D/cS 


219 


Leu 


Leu 


lie 


Tvr 


Asp 


Ala 


Ser 


Asn 


Leu 


Val 


Ser 


Gly 


He 


Pro 


Pro 


Arg 




220 








90S 










910 

Z, X \J 










91 R 

Z. X >J 








999 

z. z, z. 


1- t t 

L L L 


ay L 


ggc 


^rf- 
ay L 




l c l 




3C3 


gsc 


f- +- r" 
LLC 


3CC 


etc 


aac 


=i -1- 0 


cat 


cct 


7 9 £ 
/ZD 


223 


Phe 


Ser 


Gly 


Ser 


Gly 






TKr 

1 1 IX 


Bon 
nop 


Phe 


Thr 


Leu 


Aon 
no 1 1 


X X fc; 


His 


Pro 




994 
z z. *i 






990 

Z. Z, \J 










oot; 
z z d 










9^0 
Z. -3 U 










99 £ 

Z. Z. O 


gtg 


gag 


33g 


gtg 


y 3 l 


get 


gca 


ace 




cac 


tgt 


C3g 


C33 


sgt 


act 


gag 


IT/ 
1 1 Q 


997 

Z. Z. / 


Val 


Glu 


Lys 


V a. X 


nop 


A1 J3 
rlX cl 


A 1 3 


1 IlX 


iyr 


His 


Cys 


Gin 


bin 


ocl 


Thr 


Glu 




99ft 
z. z. o 




235 










9 4 0 










245 












230 


gat 


ccg 


tgg 


acg 


ttc 


ggt 


gga 


ggc 


3CC 


aag 


ctg 


gaa 


ate 


a aa 


egg 


get 


ft 9 9 
0 z. z. 


231 


Asp 


Pro 


Trp 


Thr 


Phe 


Gly 


Gly 


Gly 


Th t 

J. XIX 


Lys 


Leu 


Glu 


11c 


Lys 


Arg 


Ala 




232 


250 










255 










260 










265 




234 


gat 


get 


gcg 


gec 


get 


gga 


tec 


gaa 


caa 


aag 


ctg 


ate 


tea 


gas 


gaa 


gsc 


870 


235 


Asp 


Ala 


Ala 


Ala 


Ala 


Gly 


Ser 


Glu 


Gin 


Lys 


Leu 


He 


Ser 


Glu 


Glu 


Asp 




236 










270 










275 










280 






238 


eta 


33C 


tea 


cat 


cac 


cat 


cac 


cat 


cac 


tassgstct 










906 


239 


Leu 


Asn 


Ser 


His 


His 


His 


His 


His 


His 


















240 








285 










290 


















243 


<210> SEQ IE 


) NO: 


4 


























244 


<211> LENGTH 


;: 290 


























245 


<212> TYPE: 


PRT 




























246 


<213> ORGANISM: 


Homo sapiens 




















248 


<4 00> SEQUENCE: 


4 
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24 9 Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 



250 


1 








5 










10 










15 




251 


Ala 


Gin 


Pro 


Ala 


Met 


Ala 


Gin 


Val 


Gin 


Leu 


Gin 


Gin 


Ser 


Gly 


Ala 


Glu 


9 S9 








90 










9 S 










^0 
o u 






253 


Leu 


Ala 


Arg 


Pro 


Gly Ala 


OC1 


Val 






OCX 




xj_y o 


Ala 


oci 


ox y 


9^4 

Z -J H 






o j 










A 0 


















255 


i yx 


Thr 


Phe 


Thr 


Arg 


Tur 
i yx 


Thr 


L JC L. 


His 


i xp 


v a. x 


Xjy j 


Gin 


Arg 


x x w 




9 Sfi 

£, -J O 




so 










o -j 










60 
O u 










7 R7 


pi n 
oi.il 


CI ] \7 


Leu 


p i n 

bill 


Trp 


He 


biy 


T 1 \7 V 

iyr 


Tin 

lie 


7\ o -n 


ir r O 


Qnr 


/ir y 


PI \7 

biy 


iyr 


Th r 

i nr 


zoo 


DO 










70 










7 R 










P 0 

o u 


7 




iyr 


A <=:n 


p] n 

VJX 11 


Lys 


Phe 


Xi_y o 




A-iy o 


Don 


T ,\7 c: 
xj y o 


AT Pi 

r\J- Ct 


Thr 

1 L IX 


Xi c. u 


1 1 IX 


Thr 

1 1 IX 


Z DU 










85 










QO 










Q R 




9 £1 


Hop 


Lys 


Qor 


C Qr 


Ser 


Thr 


nl a 


iyr 




pl n 

bin 


Leu 


Q<=»r 
OC1 


Q o r- 


Leu 


Th r 

i nr 


oer 


7 fsO 








1 00 
1UU 










1 0 R 
1UO 










110 
llu 






9 6^ 
zoo 


ri n 
uiu 


nop 


o fc; X 


/AX cl 


Val 


Tyr 


T wr 

iyr 




7\ 1 3 
riX d 


a rrr 

H.X y 


iyr 


iyr 


a cn 
nbp 


-rib p 


nlo 


iyr 


9 £/l 

z o^i 
















1 9 O 
1 Z U 










IOC 
1 Z 0 








9 

Z DO 


oer 


Leu 


7\ o r~\ 


iyr 


Trp 


Gly 


pin 

bin 


pi „ 

biy 


Thy 

i nr 


Thr 

i nr 


Leu 


Thr 

i nr 


v a i 


oer 


oer 


a i ^ 

Hid 


9 £ £ 

zoo 




i ^o 










IjD 










1 A o 
1 4 u 










9 £7 
z o / 


Lys 


Th r~ 
1 111 


1 I1X 


Jr r O 


Lys 


Leu 


pi w 
biy 


pi u 
biy 




Tin 

lie 


Leu 


Leu 


Thr 

i nr 


PI n 

bin 


Th r 

i nr 


Ir r O 


z bo 


1 4 O 










150 










1 J J 










1 DU 


Z O -7 


M.1 d 


C o y- 


Leu 


nld 


Val 


Ser 


Leu 


pi w 

biy 


pin 

bin 


Arg 


M.1 a 


Thr 

i nr 


Tl e 

lie 


Q o r 

oer 


P W C 

by s 


Lys 


970 

z / u 










165 










i in 

1 / u 










lie 
X / D 




971 
Z / X 


/\±a 




bin 


Oci 


Val 


Asp 


iyr 


Asp 


pi u 
biy 


Asp 


Coy 


iyr 


Leu 


Asn 


T r r\ 

irp 


iyr 


z /z 








1 O A 

loU 










"IOC 

loo 










i yu 






273 


Gin 


Gin 


He 


Pro 


Gly Gin 


Pro 


Pro 


Lys 


Leu 


Leu 


He 


Tyr 


Asp 


Ala 


Ser 


274 






195 










200 










205 








275 


Asn 


Leu 


Val 


Ser 


Gly 


He 


Pro 


Pro 


Arg 


Phe 


Ser 


Gly 


Ser 


Gly 


Ser 


Gly 


276 




210 










215 










220 










277 


Thr 


Asp 


Phe 


Thr 


Leu 


Asn 


He 


His 


Pro 


Val 


Glu 


Lys 


Val 


Asp 


Ala 


Ala 


278 


225 










230 










235 










240 


279 


Thr 


Tyr 


His 


Cys 


Gin 


Gin 


Ser 


Thr 


Glu 


Asp 


Pro 


Trp 


Thr 


Phe 


Gly 


Gly 


280 










245 










250 










255 




281 


Gly 


Thr 


Lys 


Leu 


Glu 


He 


Lys 


Arg 


Ala 


Asp 


Ala 


Ala 


Ala 


Ala 


Gly 


Ser 


282 








260 










265 










270 






283 


Glu 


Gin 


Lys 


Leu 


He 


Ser 


Glu 


Glu 


Asp 


Leu 


Asn 


Ser 


His 


His 


His 


His 


284 






275 










280 










285 









285 His His 

286 290 

288 <210> SEQ ID NO: 5 

289 <211> LENGTH: 900 

290 <212> TYPE: DNA 

291 <213> ORGANISM: Homo sapiens 

293 <220> FEATURE: 

294 <221> NAME/KEY: CDS 

295 <222> LOCATION: (28)... (891) 

297 <400> SEQUENCE : 5 

298 agatctatta aagaggagaa attaacc atg aaa tac eta ttg cct acg gca gec 

299 Met Lys Tyr Leu Leu Pro Thr Ala Ala 

300 1 5 
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